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ABSTRACT

The objective of this study was to analyze and detect bacterial infection in head lice (Pediculus humanus capitis)
collected from female primary school students in Nonthaburi Province, Thailand. A total of 110 head louse
samples were collected. The presence of the DNA of Bartonella, Acinetobacter, Staphylococcus and Wolbachia
was detected by a polymerase chain reaction (PCR) technique and confirmed by DNA sequencing. The
bacterial pathogens detected were then subjected to classification via the analysis of a phylogenetic tree. The
subsequent analysis of the nucleotide sequence revealed one sample to be A. baumannii (0.91%) from the
rpoB gene. A. baumannii has been identified as a drug-resistant pathogen that is responsible for nosocomial
infections. The detection of Wolbachia bacteria was achieved for five samples (4.55%), utilizing the wsp gene.
Phylogenetic tree analysis classified Wolbachia into Wolbachia supergroups B and F. However, DNA from
Bartonella sp. and Staphylococcus sp. could not be detected in the head louse samples. This finding contributes
to the advancement of knowledge regarding the role of head lice as a vector for pathogenic bacteria, and it
can serve as a valuable database for surveillance and information management to address head lice issues at
the community and national levels.
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66 DQ207483_ Acinetobacter grimontii strain CIP 107470
99 DQ207486_ Acinetobacter junif strain CIP 64.5
DQ207474_ Acinetobacter calcoaceticus strain CIP 81.8
@ N21-3F-1 Acinetobacter baumannii
61 - KP161045_ Acinetobacter baumannii clone AcD6
KP161045_ Acinetobacter baumannii. clone AcD6
CP009534_ Acinetobacter baumannif strain AbH120-A2
__|KP161048_ Acinetobacter baumannii clone AcPT10
KP161047_ Acinetobacter baumannii clone AcG13
KP161046_ Acinefobacter baumannii clone AcG14
40 | KP161048_ Acinetobacter baumannii clone AcPT10
KP161047_ Acinetobacter baumannii clone AcG13
KP161046_ Acinetobacter baumannii clone AcG14
100 | DQ207473_ Acinetobacter bouvetii strain CIP 107468
24 DQ207473_ Acinetobacter bouvetii strain CIP 107468
DQ207482_ Acinetobacter gerneri strain CIP 107464
100 DQ207482_ Acinetobacter gerneri strain CIP 107464
DQ231239_ Acinetobacter ursingii strain CIP 107286
84 | KP161053_ Acinetobacter schindleri clone AcW5

46

= 82| KP161054_ Acinetobacter schindleri clone AcB5
‘ DQ207490_ Acinetobacter schindleri strain CIP 107287
53 ———— DQ207491_ Acinetobacter tandoii strain CIP 107469
52 DQ207487_ Acinetobacter woffii strain CIP 64_0
43 DQ207485_ Acinetobacter johnsonii strain CIP 64.6

0.01
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100 DQ412101 Wolbachia endosymbiont of Drosophila simulans strain wiel
AY888036 Wolbachia endesymbiont of Drosophila melanogaster
73 AY622512 Wolbachia endosymbiont of Nasonia giraulti
KY523670 Wolbachia endosymbiont of Aedes albopictus
%9 KY523666 Wolbachia endosymbiont of Aedes albopictus isolate Supergroup A
‘ DQ380866 Wolbachia endosymbiont of Nasonia vitripennis seqvar1 Nvit
93 ‘ 97 — DQ380857 Wolbachia endosymbiont of Muscidifurax uniraptor
AY486089 Wolbachia endosymbiont of Diaea sp. r1 NSI strain wDiaspp1
a7 AY486093 Wolbachia endosymbiont of Diaea circumlita strain wDiacir1

53

88

100 | DQ842462 Wolbachia endesymbiont of Culex pipiens quinquefasciatus
; KY523673 Wolbachia endosymbiont of Culex quinquefasciatus
51 — DQ842484 Wolbachia endosymbiont of Tribolium confusum
18] @l DQ842474 Wolbachia endosymbiont of Gryllus firmus
75 AF245164 Wolbachia endosymbiont of Trichogramma cordubensis
GU166595 Wolbachia endosymbiont of Ostrinia furnacalis strain wFur8

HQ336507 Wolbachia endosymbiont of Cnaphalocrocis medinalis strain wCnamed Su EELUTOUE B
1 OM459770 Wolbachia endesymbiont of Tetranychus urticae

KP822799 Wolbachia endosymbiont of Sesamia inferens strain wOri

AB094372 Wolbachia endosymbiont of Pieris rapae

® was
100 — AB094388.1 Wolbachia endosymbiont of Libythea celti
98 AY486091 Wolbachia endosymbiont of Diaea circumlita strain wDiacir3
AY4B6090 Wolbachia endosymbiont of Diaea sp. r1 NS strain wDiaspp2 SuPergrouP G

AY486092 Wolbachia endosymbiont of Diaea circumlita strain wDiacir2
46 AY 0395210 Wolbachia endosymbiont of Onchocerca cervicalis
9 |- AJ252178 Wolbachia endesymbiont of Onchocerca gibsoni

100 AJ252179 Wolbachia endosymbiont of Onchocerca ochengi partial Supergroup c
AJ252176 Wolbachia endesymbiont of Dirofilaria repens
54 AJ252062 Wolbachia endosymbiont of Dirofilaria immitis
3 100 AJ252061 Wolbachia endosymbiont of Brugia malayl
‘ AF409112 Wolbachia endosymbiont of Litomosides sigmodontis
2 DQB842459 Wolbachia endosymbiont of Cimex lectularius
97 — PQ188735.1 Wolbachia pipientis Meriones persicus
85 AJB33930 Wolbachia pipientis Coplotermes lacteus
i ® w2916 Supergroup F
- ® we4-17
@ ws4-19

94
® wio

70

Supergroup D

0.050
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